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Hurdles in genetic analyses of complex traits
PENETRANCE

EPIGENETICS
AGE OF ONSET

ENVIRONMENT
GENOME x ENVIRONMENT INTERACTIONS

GENETIC HETEROGENEITY OF THE TRAITS



Hurdles in genetic analyses of complex traits
GENETIC HETEROGENEITY OF COHORT
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Copy number variation

Database of Genomic (Variants

Genome-wide view of CIN Vs,

http://projects.tcag.cal/variation/
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http://projects.tcag.ca/variation/

Complex model for analysis of complex diseases

PHYSICAL & SOCIAL GENOME
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Seda et al., Curr Opin Mol Ther. 7: 583-587, 2005



TRANSCRIPTOME
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Genome Browser
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Complex model for analysis of complex diseases

Network
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Barabasi AL. N Engl J Med. 2007 Jul 26;357(4):404-7.



